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ABSTRACT

Background: Insulin resistance and progressive B-cells failure are the key factors in type 2 diabetes
mellitus (T2DM) pathogenesis. Many studies support a primary role of RBP4 in insulin resistance and
suggest that genetic variations which alter the expression level of RBP4 might influence the risk of
T2DM and its complications. Diabetic foot is one of the main complications of diabetes leading to
disability and hospitalization. In addition, it reduces quality of life and imposes great cost to patients.
The purpose of this study was to evaluate the correlation between two single nucleotide
polymorphisms (rs10882273 and rs10882283) of RBP4 genes with diabetic foot ulcer in order to
identify a biomarker for prediction of diabetic foot ulcer.

Methods: This is a case-control study. Two single nucleotide polymorphisms of RBP4 genes were
genotyped by hit Tetra ARMS PCR technique. In this study, 100 and 133 diabetic patients with and
without foot ulcer were selected as the cases and controls, respectively.

Results: The Chi-square test revealed no significant difference in frequency of TT, CC and TC alleles
of rsl0882273 between case and control groups (P=0.414). Also, Comparison of AA, CC and AC
alleles of rsl0882283 in both groups did not show significant difference (P=0.85).

Conclusion: According to this study, there is no relationship between two single nucleotide
polymorphisms of RBP4 genes (rs10882273 and rs10882283) with diabetic foot ulcer in type2
diabetes patients.
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